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ALICUT Overview

ALICUT features

cut of ALISCORE identified random sequence similarity (RSS)

considers structure sequences (dot-bracket format)

RSS corresponding non-RSS stem positions changes to loops
alternatively RSS identified stems can be remained

additional info files

number and percent of remained positions
list of loop & stem corresponding alignment positions
percentage distribution of stem & loop positions

Script info

written in Perl

terminal version (V2.2)

start via menu/command line

Windows-GUI version (V2.0)

GUI needs Perl-tk Modul
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ALICUT Input

original ALISCORE input file (.*.fas)

original ALISCORE fasta input file corresponding list output file
(.* List random.txt)

equal prefix (.*) of both files essential

input files must be located in the ALICUT folder (terminal version)

ALICUT handles unlimited input files in one single run

wrong input files not executed ↪→ error message

ALICUT Output

RSS restricted fasta file(s) (ALICUT .*.fas)

ALICUT info.xls

ALICUT Struc info .*.txt
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Common Info File
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Structure Info File
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